Pyrazolines and their derivatives have been found to possess a broad spectrum of biological activity such as anti-bacterial, anti-depressant, anti-convulsant, anti-hypertensive, anti-oxidant, and anti-tumour properties (Kaushik et al., 2010; Krishnamurthy et al., 2004). Recent reports shows the potential anti-viral activity of this class of compounds against flavivirus and HIV (Ali et al., 2007). In continuation of structural studies in this area (Prasath et al., 2011), the title compound, (I), was investigated.
Four independent molecules comprise the asymmetric unit of the title compound, C 17 H 14 N 2 O 2 . The central pyrazoline ring is flanked by an N-bound benzene ring and a C-bound methoxysubstituted benzene ring. The greatest difference between the independent molecules is found in the relative orientations of the benzene rings with the range of dihedral angles being 23.59 (6)-42.55 (6) . In the crystal, extensive C-HÁ Á ÁO interactions link molecules into layers parallel to (021) and these are linked by C-HÁ Á Á contacts. 758 parameters H-atom parameters constrained Á max = 0.31 e Å À3 Á min = À0.27 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Related literature
Cg1 is the centroid of the C39-C44 benzene ring. Figures Fig. 1 . The molecular structures of the four independent molecules comprising the asymmetric unit of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. Fig. 2 . Overlay diagram of the four independent molecules comprising the asymmetric unit of (I). The independent molecule with the O1, O3, O5 (inverted molecule) and O7 atom are illustrated in red, blue, green and black, respectively. Fig. 3 . A view of the supramolecular layer in the (0 2 1) plane and sustained by C-H···O interactions (orange dashed lines) in the crystal structure of (I). 
Special details
Geometry. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (2) C1 0.63029 (12) 0.57513 (7) 0.12631 (7) 0.0202 (2) H1 0.5681 0.6033 0.1620 0.024* C2 0.87069 (12) 0.47580 (7) 0.11461 (7) 0.0184 (2) H2 0.8595 0.4661 0.0625 0.022* C3 0.77346 (12) 0.52998 (7) 0.15446 (7) 0.0186 (2) C4 0.83992 (12) 0.52212 (7) 0.22972 (7) 0.0182 (2) C5 0.78876 (12) 0.56447 (7) 0.29713 (7) 0.0192 (2) (7) 0.15769 (7) 0.0188 (2) C30 0.74105 (13) 0.32886 (8) 0.21908 (7) 0.0220 (2) (12) 0.08421 (7) 0.12434 (7) 0.0205 (2) H35 0.2663 0.1258 0.1535 0.025* C36 0.14346 (12) −0.02774 (7) 0.11814 (7) 0.0185 (2) H36 0.1663 −0.0373 0.0660 0.022* C37 0.18182 (12) 0.02773 (7) 0.15739 (7) 0.0185 (2) C38 0.12297 (12) 0.01815 (7) 0.23327 (7) 0.0188 (2) C39 0.13082 (12) 0.06021 (7) 0.30083 (7) 0.0196 (2) (7) 0.88344 (7) 0.0181 (2) H53 0.3449 0.0424 0.9363 0.022* C54 0.31981 (12) −0.01903 (7) 0.84379 (7) 0.0182 (2) C55 0.37520 (12) −0.00872 (7) 0.76722 (7) 0.0181 (2) C56 0.36396 (12) −0.04936 (7) 0.69937 (7) 0.0185 (2) C57 0.35994 (13) −0.00674 (7) 0.62254 (7) 0.0211 (2) (7) 0.84553 (7) 0.0180 (2) C64 0.57849 (12) 0.16332 (7) 0.78423 (7) 0.0207 (2) (5) 0.0200 (5) −0.0064 (4) −0.0001 (4) −0.0033 (4) C20 0.0195 (5) 0.0193 (5) 0.0196 (5) −0.0071 (4) 0.0014 (4) −0.0042 (4) C21 0.0185 (5) 0.0198 (5) 0.0210 (5) −0.0078 (4) 0.0012 (4) −0.0044 (4) C22 0.0221 (6) 0.0201 (5) 0.0194 (5) −0.0072 (4) 0.0006 (4) −0.0047 (4) C23 0.0208 (6) 0.0245 (6) 0.0249 (6) −0.0083 (5) −0.0012 (5) −0.0052 (5) C24 0.0281 (6) 0.0263 (6) 0.0228 (6) −0.0117 (5) −0.0040 (5) −0.0056 (5) C25 0.0313 (6) 0.0195 (6) 0.0180 (5) −0.0064 (5) 0.0004 (5) −0.0043 (4) C26 0.0220 (6) 0.0287 (6) 0.0222 (6) −0.0050 (5) 0.0012 (4) −0.0068 (5) C27 0.0214 (6) 0.0276 (6) 0.0211 (5) −0.0072 (5) −0.0020 (4) −0.0065 (5) C28 0.0543 (9) 0.0325 (7) 0.0212 (6) −0.0159 (7) −0.0033 (6) −0.0090 (5) C29 0.0176 (5) 0.0166 (5) 0.0225 (5) −0.0058 (4) 0.0016 (4) −0.0028 (4) C30 0.0242 (6) 0.0208 (6) 0.0195 (5) −0.0056 (5) 0.0006 (4) −0.0005 (4) C31 0.0221 (6) 0.0223 (6) 0.0262 (6) −0.0048 (5) −0.0022 (5) 0.0020 (5) 
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C39-C44 benzene ring. 
